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PL:ILLUMINA PU:HWI-ST898
CL:"/usr/bin/bowtie2-align-s --wrapper basic-
67S34M = 10044 168 GGGGCAGCAAGGH
7S37M1D3M1I18M5D29M6S = 10001 [}

* = 10001 0 AGAACCTTCCTGC
e = 10001 0 GCTCGTGGTAGT(C
% = 10001 0 AGGTGTCCGTCAC
& = 10001 0 AGAGAGAGACAG(
* = 10001 0 CGGGTCCTTGTCC
% = 10001 0 CCCACGCCCTCT1
4S35M2D1IM1I3M1I41M1I11M3S = 10001
43S37M1D3M1I10M7S = 10001 [}
67S34M = 10001 0 GTGGCGGTGAGGH
PL:ILLUMINA PU:HWI-ST898

L:"/usr/bin/bowtie2-align-s --wrapper basic-
3d4M = 10044 168 h
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Read Nucleotlde PHRED-score

100 TGGGCTCTTGGGGCAGCCAGGCGCCTCCTTCAGCGTCTACGGCCATACCACCCTGAACGCGCCCGATCTCGTCTGATCTCGGAAGCTAAGCAGGGTCGGGE FIDEEAC/9'88850; 7>7288<: :>: e e

101 TGGGCTCTT cCTTC) A CTCGTCTGATCT T 331GIITT1<FGHITIIIIIITGGGGIEGIT/=EH

102 CTGTAATCCCAGCACTCTGGGAGGCCGAGGCGGGTGGATCACGAGGTCAGGAGCTCCAGACCCTCCCGGCTAACAGGGTGARAGCCCGTCTCTAGGACAAA @2 GODEDDFFHHHHTI TG IGCGBCFHHBHIITF397535( <( 33 5<CO3580% :ACK $(4 As(28> [

103  TACAAAGTAGCCGGGCGTGGTGGCGGGCGCCTGTAGGCCCAGCTACTCGGGAGGCTGAGGCCGGGGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGA B@@DDFDBD?DDHHIIT@FEDAC :<228>0CC 18 00-20-85<14>7:A: A8

104  GGCTCTTGGGGCAGCCAGGCGCCTCCTTCAGCGTCTACGGCCATACCACCCTGAACGCGCCCGATCTCGTCTGATCTCGGAAGCTAAGCAGGGTCGGGCCT 333310GI 1113333111 IFIGIJIFIIIGIIIIHHHFFFFFC DBB32BBECC

105 GGTGGCTCGCGCCTGTAATCCCAGCACTC! GGAT GTCAGGAGCTCC) T TAACAGGGGGAAA cccl 13IDIFIIFBGGIGIJIFDHIITEELEGHT

106 CTCTTGGGGCAGCCAGGCGCCTCCTTCAGCGTC ccT CTCGTCTGATCTCGGAAGCTAAGCAGGGTCGGGCCT cccl 13133333133333333GITITHIITIIIIII. A

107 CAGACCATCCCGGCTAAC) CCGTCTC ARAGTAGCCGGGCGTGGTGGCGGGCGCCTGTAGGCCCAGCTACTCGGGAG 333331I1EGHI 313331133311 IIGGHIHIFGIIIIGGIT CC?2@BBCDDDDDBDB>

108  CTTGGGGCAGCCAGGCGCCTCCTTCAGTGTCTACGGCCATACCACCCTGAACGCGCCCGATCTCGTCTGATCTCGGAAGCTAAGCAGGGTCGGGCCTGGTT CQCFFFFFHGHGFIJIGDIGITIT)JIFGBFHIITJEHIGIIGD=! rHEcHAEHEFncsnsnsuuB’7>ac@c:nn’9’@sAcccc>3><(99@n9@ez’u»

109  AAAGTAGCCGGGCGTGGTGGCGGGCGCCTGTAGGCCCAGCTACTCGGGAGGCTGAGGCCGGGGAATGGCGTGAACCCGGGCGGCGGAGCTTGCAGTGAGCC @<@DDEFFGHHDDHFFGCGCFGHFBA<8 ' =5 5: ACBD?BACC| B

110 TTCAGCGTCT/ TCGTCTGATCTCGGAAGCTA CGGGCCTGGTTA cccl 191333333333333333F13331331333133;
TACTCGGGAGGCTGAGGCCGGGGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATGGCGCCACTGCACTCCAGCCTGGGCGACAGGGCGA cccl e R Rl ) D

TGGGGCAGCCAGGCGCCTCCTTCAGCGTCTACGGCCATACCACCCTGAACGCGCCCGATCTCGTCTGATCTCGGAAGCTAAGCAGGGTCGGGCCTGGGTAG
TGGGGCAGCCAGGCGCCTCCTTCAGCGTCTACGGCCATACCACCCTGAACGCGCCCGATCTCGTCTGATCTCGGAAGCTAAGCAGGGTCGGGCCTGGCTAG
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TGGGGCAGCCAGGCGCCTCCTTCAGCGTCTACGGCCATACCACCCTGAACGCGCCCGATCTCGTCTGATCTCGGAAGCTAAGCAGGGGCGAGCCGGRTTAG e 35CF 72786; )
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>cMyc_exon2_0.646gc

GGCGGTGTCTCCTCATGGAGCACCAGGGGCTCGGGGCTGCCCTGCGGEGA
GGACTCCGTCH AGAGAATCCGAGGAC GCTGG
AGTCTTGCGAGGCGCAGGACTTGGGCGAGCTGCTGTCGTTGAGAGGGTAG
GGGAAGACCACCGAGGGGTCGATGCACTCTGAGGCGGCGGCGCTCAGATC
CTGCAGGTACAAGCTGGAGGTGGAGCAGACGCTGTGGCCGCGGGCGGEGT
TCGG6GCTGCCGCTGTCTTTGCGCGCAGCCTGGTAGGAGGCCAGCTTCTCT
GAGACGAGCTTGGCGGCGGCCGAGAAGCCGCTCCACATACAGTCCTGGAT
GATGATGTTTTTGATGAAGGTCTCGTCGTCCGGGTCGCAGATGAAACTCT
GGTTCACCATGTCTCCTCCCAGCAGCTCGGTCACCATCTCCAGCTGGTCG
GCCGTGGAGAAGCTCCCGCCACCGCCGTCGTTGTCTCCCCGAAGGGAGAA
>cMyc_3'UTR 0.278gc

ACAAAACATTCACAACTTAAGATTTGGCTCAATGATATATTTGCCAGTTA
TTTTATTTTTTCTAAAAACAATAGAAAAAAAT CAACTTTAAAAAGCAAAA
TGTACTTAAATAAAAAAAATTAGGGTTTATAGTACCTATAATACTAGGTA
CTATATACTAGGATTGAAATTCTGTGTAACTGCTATAAACGTTTTATTAA
AGTTATTTACATTTAATGGCAATATTTACAGAGAAACATTGTGTAAATCT
TAAAATTTTTTAAAAACAATTCTTAAATACAAATCTGTTAAAGAAAAAAA
AAAGATGGTAAGCATAAAAAAGTTCTTTTATGCCCAAAGTCCAATTTGAG
GCAGTTTACATTATGGCTAAATCTTTCAGTCTCAAGACTCAGCCAAGGTT
GTGAGGTTGCATTTGATCATGCATTTGAAACAAGTTCATAGGTGATTGCT
CAGGACATTTCTGTTAGAAGGAATCGTTTTCCTTACTTTTCCTTACGCAC

>cMyc_exon2_0.646gc

>chyc_3'UTR 6.278gc

>cMyc_exon2_0.646g¢



