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A %] NM_002467.fasta (~/Desktop) - gedit

SRR567450_1.fastq (~/Desktop) - gedit

™
@SRR567450 1 1 length=76
AGGGCA

GGGAAAGGACETGGGGETGGTGAGGGGEECGGAGGAGECTTTTCCCGLGEGECAGATTE

Open ¥ [

I8>NM 002467.5 Homo sapiens MYC proto-oncogene, bHLH transcription factor (MYC),
transcript variant 1, mRNA 26
2 GGAGTTTATTCATAACG! AAGTAT? AA ATTTTAATCATTCT 3

?A

4:
5 SRR567450 22 1enth 76
6 GTCA AAGGAAGTAGGTCTGAGEAGETTGTCCTGGETGTGTCCATGTCAGAGEAACGGEEEAA

7
8 CCCFFFFFHHHHHIJIIJJ3IIIIHIIIHIIIIIIIIIIIITIIIIIIITIILIIIIIIIIIHHHHHFFDDDDDD
pesiRo67450.3 3 Length=7o

10 AG GGTGTGECGTTTTCTCTGGAAGECTCTTAAGAACACTGTGGEGEAGGETGGGTGG

11

12 @B@DFFADFDFFHIDFEHGGHIJEHHHIGGFEHIEGEGITEIIGHIJIIEEGIIIIIIIGGHIIIEEEDBFDD>AG

IEJGSRR567450.4 4 Length=76)

14 AAGGAAGTAGGTCTGAGEAGETTGTCCTGGETGTGTCCATGTCAGAGEAACGGCCCAAGTETGGGTCT

15

16 CCCFFFFFHHHHHIIHIIIHIIIIIIIIIIIIHIIIIITIIHIHIIIIIIIIIIIIIIIIIIIHGFFFFFEEECEC

fCSRR367450.5 5 Length-76

AACA A

18 AAGGGEATCTCTGGGAAAGGACETGGGGETGGTGAGGGGECCGGAGGAGEETTT
19
G A ACCAACAGGAACTATGA ACTA 20 @<@DDAD=CFH<AEBAE@GIIGHBHID7DCFHEIGICFH; FBCCFFEGGGE/=6;B779;AB?28=877<777
CECACCACCACCACAN ACEACEACEAC ACACECA Ac PANGSRR567450.6 6 length=76
Fasta-nt v TabWwidth:8 v Ln 6, Col 37 v NS 22 G G ATGTCAGAGEAACGGEECAAGTET GGGTCTGGEGGGGAAGGT GTCATGGAGECEEET
~ 23

NP_002458.faa (~/Desktop) - gedit
24 CCCFFFFFHHHHHIHAIJJJJJJJI13173333333331JJ13133J1GIJIJIIHDD<<@B9A@CDEDDDDDDDDDD

Open ¥ " Fastq v TabWidth:8 v Ln1,Col1 v INS

Fasta-clustal ¥ Tab width:8 ¥ Ln1,Col14 v INS

B R ~/Desktop/1nkp.pdb - Sublime Text (UNREGISTERED) ~/Desktop/1nkp.pdb - Sublime Text (UNREGISTERED)

< 1nkp.pdb 1nkp.pdb

ONCOGENE, HETERODIMER,

RESOLUTION.

T : ENGH & HUBER

RANGE HIGH (ANGSTR
[ Line 49, Column 70 Tab Size: 4 pdb

[ Line 3393, Column 69 Tab Size: 4 pdb




Supplementary Figure 2

A_ artem@glitch[~/Desktop]

43 ##INFO=<ID=GNO,Number=0,Type=Flag,Description="Genotypes available. The variant has individual genotype (in SubInd table).">
44 ##INFO=<ID=KGPhasel,Number=0,Type=Flag,Description="1000 Genome phase 1 (incl. June Interim phase 1)">
45 ##INFO=<ID=KGPhase3,Number=0,Type=Flag,Description="1000 Genome phase 3">
46 ##INFO=<I DA,Number=0,Type=Flag,Description="Variation is interrogated in a clinical diagnostic assay">
47 ##INFO=<ID=LSD,Number=0,Type=Flag,Description="Submitted from a locus-specific database">
48 ##INFO=<ID=MTP,Number=0,Type=Flag,Description="Microattribution/third-party annotation(TPA:GWAS,PAGE)">
49 ##INFO=<I M,Number=0,Type=Flag,Description="Has OMIM/OMIA">
50 ##INFO=<ID=NOC,Number=0,Type=Flag,Description="Contig allele not present in variant allele list. The reference sequence allele at the mapped positi
51 ##INFO=<ID=WTD,Number=0,Type=Flag,Description="Is Withdrawn by submitter If one member ss is withdrawn by submitter, then this bit is set. If all
52 ##INFO=<ID=NOV,Number=0,Type=Flag,Description="Rs cluster has non-overlapping allele sets. True when rs set has more than 2 alleles from different
53 ##FILTER=<ID=NC,Description="Inconsistent Genotype Submission For At Least One Sample">
54 ##INFO=<ID=CAF,Number=.,Type=String,Description="An ordered, comma delimited list of allele frequencies based on 1000Genomes, starting with the ref
55 ##INFO=<ID=COMMON,Number=1,Type=Integer,Description="RS is a common SNP. A common SNP is one that has at least one 1000Genomes population with a m
56 ##INFO=<ID=TOPMED,Number=.,Type=String,Description="An ordered, comma delimited list of allele frequencies based on TOPMed, starting with the refer
57 #CHROM POS Ip REF ALT AL FILTER INFO
58 1 10177 rs367896724 A . . RS=367896724;RSP0S=10177;dbSNPBuildID=138;SSR= ;VP=0x050000020005170026000200
59 1 10352 rs555500075 RS=555500075;RSP0S=10352;dbSNPBuildID=142;SS ;VP=0x050000020005170026000200
60 1 10352 rs145072688 . . RS=145072688;RSP0S=10353;dbSNPBuildID=134;SSR=0; ;VP=0x050000020005000002000200
61 1 10616  rs376342519 GGlicEcEEc: § 5 5 RS=376342519;RSP0S=10617;dbSNPBuildID=142; SSR=0; SA0=0; VP=0Xx05000002
62 1 10642 rs558604819 A . . RS=558604819;RSP0S=10642;dbSNPBuildID=142;SSR=0; SA0=0;VP=0x050000020005040024000100
63 1 11008 rs575272151 F RS=575272151;RSP0S=11008;dbSNPBuildID=142;SSR=0; SA0=0;VP=0x050000020005150024000100
64 1 11012 rs544419019 ‘d‘ RS=544419019;RSP0S=11012;dbSNPBuildID=142;SSR=0; SA0=0;VP=0x050000020005150024000100
65 1 11063 rs561109771 F RS=561109771;RSP0S=11063; dbSNPBuildID=142;SSR=0; ;VP=0x050000020005040024000100
66 1 13110 rs540538026 ‘A‘ RS=540538026;RSP0S=13110; dbSNPBuildID=142;SS ;VP=0x050000080005150026000100
67 1 13116 rs62635286 ‘d‘ RS=62635286;RSP0S=13116;dbSNPBuildID=129;SSR=0; SA0=0;VP=0x050000080005150126000100;
68 1 13118 rs62028691 G RS=62028691;RSP0S=13118;RV;dbSNPBuildID=130; SSR=0; SA0=0;VP=0x0500000800051401260001
69 1 13273 rs531730856 G I RS=531730856;RSP0S=13273;dbSNPBuildID=142; SSR=! ;VP=0x050100000005150026000100
70 1 13284 rs548333521 G A RS=548333521;RSP0S=13284;dbSNPBuildID=142;SSR=0; ;VP=0x050000000005040024000100
71 1 13289 rs538791886 l RS=538791886;RSP0S=13290;dbSNPBuildID=142;SSR=0; SA0=0;VP=0x050000000005040026000200
72 1 13380 rs571093408 F RS=571093408;RSP0S=13380; dbSNPBuildID=142; SSR= ;VP=0x050000000005040026000100
73 1 13445 rs558318514 | RS=558318514;RSP0S=13445;dbSNPBuildID=142;SS ;VP=0x050000000005040026000100
74 1 13453 rs568927457 RS=568927457 ;RSP0S=13453;dbSNPBuildID=142;SSR= ;VP=0x050000000005040026000100
75 1 13483 rs554760071 RS=554760071;RSP0S=13483;dbSNPBuildID=142; SSR=! ;VP=0x050000000005040026000100
76 A 13550 rs554008981 G A RS=554008981;RSP0S=13550;dbSNPBuildID=142;SSR=0; SA0=0;VP=0x050000000005040026000100
76,1 4%
B.
1623 chri h / transcript 1255178 1273833 o - 5 gene_id "ENSGOO0OO160087.20"; transcript_id "ENS
1624 chri exon 1273666 1273833 o - 5 gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1625 chri1 exon 1267862 1267992 . - . gene_id "ENSGOO00O160087.20"; transcript_id "ENS
1626 chri 1267862 1267992 . i [¢] gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1627 chri 1267990 1267992 o - 0 gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1628 chri1 exon 1264783 1264830 . - . gene_id "ENSGOO0OO160087.20"; transcript_id "ENS
1629 chri jcos) 1264783 1264830 . | 1 gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1630 chri exon 1263346 1263386 o - 5 gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1631 chr1 jcos] 1263346 1263386 . - 1 gene_id "ENSGOOOOO160087.20"; transcript_id "ENS
1632 chri exon 1257208 1257310 5 - S gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1633 chr1 jcos) 1257208 1257310 . - 2 gene_id "ENSGOOOOO160087.20"; transcript_id "ENS
1634 chri1 exon 1256992 1257130 . - . gene_id "ENSGOO0OO160087.20"; transcript_id "ENS
1635 chri 1256992 1257130 . | 1 gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1636 chri exon 1256045 1256125 o - 5 gene_id "ENSGOOOOO1606087.20"; transcript_id "ENS
1637 chri 1256045 1256125 . | [¢] gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1638 chri exon 1255178 1255487 5 - 5 gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1639 chri 1255206 1255487 . F [¢] gene_id "ENSGOOOOO160087.20"; transcript_id "ENS
1640 chri 1255203 1255205 . | [¢] gene_id "ENSGO0OOO160087.20"; transcript_id "ENS
1641 chri UTR 1273666 1273833 . | . gene_id "ENSGOOOOO160087.20"; transcript_id "ENS
1642 chri UTR 1255178 1255205 . el . gene_id "ENSGOOOOO1606087.20"; transcript_id "ENS
1643 chri1 gene 1275223 1280420 . . gene_id "ENSGO000O230415.1"; gene_type "lincRNA"
1644 chri transcript 1275223 1280420 5 o gene_id "ENSGO0OOO230415.1"; transcript_id "ENST
1645 chri exon 1275223 1275299 o - gene_id "ENSGOOOOO230415.1"; transcript_id "ENST
1646 chri exon 1279068 1279148 . . gene_id "ENSGOOOOO230415.1"; transcript_id "ENST
1647 chri exon 1280311 1280420 o 5 gene_id "ENSGO0OOO230415.1"; transcript_id "ENST
1648 chri transcript 1275237 1279393 B - gene_id "ENSGOOOOO230415.1"; transcript_id "ENST
1649 chri1 exon 1275237 1275299 . . gene_id "ENSGO0OOO230415.1"; transcript_id "ENST
1650 chri exon 1279068 1279393 o 5 gene_id "ENSGO0OOO230415.1"; transcript_id "ENST
1651 chri gene 1280436 1292029 o 5 gene_id "ENSGOOOOO162572.20"; gene_type "protein
1652 chri1 transcript 1280436 1292019 . . gene_id "ENSGOO000162572.20"; transcript_id "ENS
1653 chri exon 1280436 1280666 o 5 gene_id "ENSGO0OOO162572.20"; transcript_id "ENS
1654 chri 1280662 1280666 . [¢] id "ENSGO0000162572.20"; transcript_id "ENS
1655 chri 1280662 1280664 . [¢] "ENSGOOO00162572.20"; transcript_id "ENS
1656 chri exon 1281226 1281297 "ENSGOOO00162572.20"; transcript_id "ENS
:
C_ artem@g
1 @HD VUN:1.0  SO:EoOnGunSEs
2 @sQ SN:chri3 LN:1623550
3 @RG ID:MARIO LUMBERS SM:HGOO8BIT PL:ILLUMINA PU:SNES-ST64
4 @PG ID:bowtie2 PN:bowtie2 VN:2.2.6 CL:"/usr/bin/bowtie2-align-s -8bit -1 inpipel -2 inpipe2"
5 SNES1993.19247142 163 chri3 10001 34M 10044 168 A AAAAAAAAAA
6 SNES1993.35201119 73 chri3 10001 101M 10001 0
7 SNES1993.11914589 69 chri3 10001 10001 [¢]
8 SNES1993.31258687 133 chri3 10001 95M61 10001 [¢]
9 SNES1993.32192276 133 chri3 10001 10001 ] ,GGGGGG GGAAAA
10 SNES1993.35201119 133 chri3 10001 10001 [¢] ,GGGGGG| GGAAAA
11 SNES1993.35553638 69 chri3 10001 10001 [¢] A AAAAAAAA GGGGGGGGGG GGGGGGGGGG
12 SNES1993.55013408 69 chri3 10001 10001 5} A AAAAAAAA GGGGGGGGGG GGGGGGGGGG
13 SNES1993.11914589 153 chri3 10001 8D93M 10001 [¢] A AAAAAAAA GGGGGGGGGGG| GGGGGGGGGG
14 SNES1993.31258687 89 chri3 10001 101M 10001 [¢] GGGGGGGGGGG GGGGGGGGGG
15 SNES1993.32192276 89 chri3 10001 34M 10001 [} GGGGGGGGGGGGGGG|
16 SNES1993.35553638 153 chri3 10001 101M 10001 [¢] A AAAAAAAA GGGGGGGGGGGGGGG|
17 SNES1993.55013408 153 chri3 10001 101M 10001 0 AAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGGGGGGGGGGGGGGGGGGG)
18 SNES1993.7932405 69 chri3 10003 10003 0 AAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGGGGGGGGGGGGGGGGGGG]
19 SNES1993.7932405 1177 chri3 10003 3 101M 10003 [¢] A AAAA
20 SNES1993.19247142 83 chri3 10044 . 50M 10001 -168 AAAA
21 SNES1993.49659117 97 chri3 10140 101M 10664 625 FGGGGGG
22 SNES1993.58751284 99 chri3 10143 101M 10352 234 FGGGGGG
23 SNES1993.36089268 99 chri3 10149 101M 10240 192 GGGGGGGGGGGG)
24 SNES1993.57860057 73 chri3 10149 101M 10149 0 GGGGGGGGGGGG
25 SNES1993.57860057 133 chri3 10149 . 10149 [¢] AAAAGGGGAAAAAAAAA ﬁ
26 SNES1993.2803200 73 chri3 10151 100M 10151 [¢] ARAA G
27 SNES1993.2803200 537 chri3 10151 0 0 AAAAAAAAA
28 SNES1993.9345310 137 chri3 10152 101M 0 0 AAAAAAAAA
29 SNES1993.9927629 73 chri3 10152 100M 10152 [¢]
30 SNES1993.56664346 137 chri3 10152 101M 10152 [¢]
31 SNES1993.9345310 69 chri3 10152 10152 [¢]
32 SNES1993.9927629 133 chri3 10152 10152 [¢]
33 SNES1993.56664346 69 chri3 10152 2001337 ©
34 SNES1993.26275897 99 chri3 10153 101M 10238 186




Supplementary Figure 3
bioSyntax bioSyntax - High Contrast

% 4

Py
o
=

e

N

Full Colour G

B

N n <
N

W
N H I
y
A
R p W W ‘
Deuteranopia G VvV N H H
S B
i x
:X A
R p W ‘ W ‘
Protanopia G V N H N H
S B
i o
:X A
R p W ‘ W ‘
Tritanopia G VvV N H H
S B
i y
;X A
W
Monochrome G N H l
y

L



